


s ERRERIERTAEN?

BEs{F{E[A)= :

ARZE, gRNAJE(&HERTZE?

0{IF A BEsi:

=4miE, gRNAKEIE

THE B ?

D) & st R HHHAF

o W

AL

| Targetbase Bystander base

s o




RiapBi7]— “nCas9” 1 “dCas9”

PAM
sequence

o, ... > LACRISPR/Cas97fl

B c.o > casgﬂnﬁg (nCas9, CaS9n) :
D10A or H840A

— - > "HEiE" B9Cas9 (dead Cas9, dCas9):
D10A and H840A

Matching genomic
sequence

D) & st R HHHAF




Prime Editing
Key Players

IRITINA @K%



01 PEl-and beyond
02 PE3 and beyond
03 circular RNA PEs

04 twinPE and beyond
05 Click editors




1. PE1 and beyond
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2. PE2 and beyond
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3. circular RNA-mediated PEs
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4. twinPE and beyond
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5. Click editors
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