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Generation of gene-modified goats targeting MSTN
and FGF5 via zygote injection of CRISPR/Cas9 system
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Multiplex gene editing via CRISPR/Cas9 exhibits
desirable muscle hypertrophy without detectable
off-target effects in sheep
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ABE-induced PDGFD start codon silencing unveils
new insights into the genetic architecture of sheep
fat tails
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Examination of editing efficiency
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WT GAGACAGAAATATATCAGACGGTGTTGATGAGG

#59 GAGACAGAAATATATCGGACGGTGTTGATGAGG  1.31%

#68 GAGACAGAAATATATCGGACGGTGTTGATGAGG  0.24%
BMPR1B | #70 GAGACAGAAATATATCGGACGGTGTTGATGAGG  0.18%

#72 GAGACAGAAATATATCGGACGGTGTTGATGAGG  0.69%

Editing percentage of newborn lambs (%)

Eum
BMPR1B .

#74 GAGAC/ 'GGACGGTGT 0.52%

WT CTGGAACGGGGAGTGGGTGCCGGGGGG

#34 CTGGAACGGGGAGTGGGTGCCGTGGGG 0.2%
#80 CTGGAACGGGGAGTGGGTGCCGTGGGG 0.3%
#86 CTGGAACGGGGAGTGGGTGCCGTGGGG 14.7%
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Generation of sheep with defined FecB® and TBXT
mutations and porcine blastocysts with KCNJ56151R/*
mutation using prime editing
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